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Query To Create Subset Comprising Records 
Having At Least One Recognition Site For A 
Restriction Enzyme 
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Filter Subset 
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7+ Cutters 



Enzymes 


Recognition Sequence 


HsFna 


MGC 


Ec 


Ce 


Sc 


At 


Aari 


CACCTGCNNNN'^NNNN 


7142 


5355 








1138 


Aoel 


CC^fCA GC not available 


7970 


5836 


141 


90 


374 


1833 


ASCi 


GG'KjGCG cc 


515 


336 


152 


10 


13 


26 


ASfoi 


GCG AT^K^GC 


108 


62 


207 


39 


29 


178 




UC^TCA GC 


7970 


5836 


141 


90 


374 


1833 






A A A A 

1444 


823 


19 


33 


31 


97 






1119 


781 


347 








uspi 


CG'^GWC CG 


1119 


781 


347 








USpDi 


GC'H^GCC GC not available 


1444 


823 


19 


33 


31 


97 


rS 1 


GG CCGGX^C 


1139 


740 


5 


9 


10 


70 


MabI 


A'^CCivGG 1 














MchAI 


GCKSGCC GC not available 


1444 


823 


19 


33 


31 


97 


MiUllOot 


RGGWCCY not available 














Noil 


GCKBGCC GC 


'XAAA 


823 


19 


33 


31 


97 


Pad 


TT'l' A A"t*A*r A A 

TTA AT'^TAA 


708 


395 


66 


8 


213 


138 


Fn27l 


RG^WC Or not available 














FpUMi 


RG'^GWC CY 














PpuX! 


RG^GWC CY 














Pspoil 


RC^WC CY 














PspPPi 
















Rsnl 


CG^WC CG 


1119 


781 


347 
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CG'^GWC CG 


1119 


781 


347 








osnD! 


GG'^WC CC 














Sapl 


GCTCTTCN'H^NN 


7260 


4785 


584 


1296 


1362 


8870 


Sbfl 


CC TGCA'KSG 


2591 


1802 


60 


13 


66 


251 


odai 


CC TGCA'^G 


2591 


1802 


60 


13 


66 


251 


Sail 


GGCCN^NNN'^NGGCC not available 


2214 


1634 


28 


18 


54 


121 


oex/ti 


A'^CWGG T 














ofll 


GGCCN NNN'^NGGCC 


2214 


1634 


28 


18 


54 


121 


sgfi 


GCG ATXiGC 


108 


62 


207 


39 


29 


178 


SgrAl 


CR'K^CGG YG 
















CG^CGG CG not available 


708 






43 


23 


446 


Ss f825/ 


GG'^GWC CC not available 














Sse8387l 


CC TGCA'KBG 


2591 


1802 


60 


13 


66 


251 


$se8647i 


AG'^GWC cr not available 
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GCTCTTCN^NNN not available I 7260 


4785 


584 


1296 


1362 


8870 



Enzymes 


Recognition Sequence 


HsFna 


IVIGC 


Ec 


Ce 


Sc 


At 


Nml 


TCG*CGA 


830 


607 


1070 


558 


507 


2422 


Spll 


C^GTAC G 


701 


449 


498 


263 


549 


1705 


SnaBI 


TAC^GTA 


1080 


621 


435 


165 


885 


2164 


Pvul 


CG AT^CG 


842 


512 


1000 


705 


537 


3078 


Mlul 


A*CGCG T 


1049 


1019 


976 


295 


337 


1824 


Bfll 


GCCN NNN^NGGC 


8827 


6868 


1333 


469 


750 


2576 


Earl 


CTCTTCN'H^INN 














BsrGI 


TGTACA 


6683 


4551 


442 


760 


1583 


5450 


XmnI 


GAANN*NNTTC 


8401 


5850 


1167 


1652 


2911 


12141 


Sail 


G^TCGA C 


1515 


944 


463 


792 


856 


3616 


BamHI 


G^GATC C 


6426 


4305 


438 


1047 


1238 


6782 


Kpnl 


G GTAC^ 


4098 


2755 


442 


305 


1317 


2992 


EcoRI 


G*AATT C 


6536 


4132 


470 


1346 


2466 


8244 


Xhoi 


C^TCGA G 


3651 


2402 


156 


800 


737 


7092 


EcoRV 


GAT'^ATC 


3789 


2435 


1378 


919 


2289 


8419 




AAA*TTT 


7484 


5167 


1008 


1049 


3843 


8078 


Oral 


TTT^AAA 


8455 


6243 


967 


494 


3018 


6778 
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Enzymes 


Recognitions quence 


HsFna 


MGC 


EC 


Ce 


Sc 


At 


BstRZ246l 


ATTT'^AAAT 


1204 


648 


55 


38 


379 


317 


BstSWi 


ATTf^AAAT 


1204 


648 


55 


38 


379 


317 


MspSWI 


ATTT'^AAAT 


1204 


648 


55 


38 


379 


317 


MssI 


GTTT*AAAC 


297 


173 


71 


9 


152 


490 


Pmel 


GTTT'^AAAC 


297 


173 


71 


9 


152 


490 


Smil 


ATTT*AAAT 


1204 


648 


55 


38 


379 


317 


Swal 


ATTT*AAAT 


1204 


648 


55 


38 


379 


317 


Srfl 


GCCC^GGGC 


1433 


887 


40 


11 


11 


30 



Hs_Fna 1 5740 entries 

Mgc 12585 entries 

Ec 4290 entries 

Ce 3305 entries 

Sc 6360 entries 

At 27289 entries 



I 



OQ 
CD 

CD 

C/2 



C/3 



CD 

Crq 

3 

CD 

CO 



Q O 

> 



O CD 

n CD 

CD o 



O Q 

O CD 

CD O 

CD O 

sz; !z; 
> 

iz; !z; 



!z; >z! [z; sz; 



^ !z; 

O CD 

CD 

CD o 

Q O 



I I 

93. ^ 



Co ^ 



!z| !zi sz; !Zi £ 



CD 

C/5 



o 



^ o 



CD 



o 

CD 



Co 




< 

CD 
O 

o 

CO 




PGR Interrupted Palindrome Cloning Pathway 





PGR 




drug1 



Sfi\, 
Ligase 



Note: the back reaction could be minimized 
if a) an overlapping Dcm methylatlon site or 
b) IVI. S/7 1 methylase is Incorporated to methylate 
tine Vector Sfi I half-sites 

Bgl I cut 



drug1 




drug2 



Vector 



Sfi I, Ligase 



drug2 




PGR Interrupted Palindrome Cloning Pathway 1A 





PGR 




ooo 

B 



ooo 



RecA coated oligos 



M. Hae III + SAM 



Wizard 



drug1 




Note: Sfi I cut, M.Hae III 
methylated Vector could 
inhibit back reaction 

B' 



B'. 



B 



Bgl I, Ligase 



drug1 




PGR Interrupted Palindrome Cloning Pathway 2A 




B 




PGR 




ooo 

B 



ooo 



RecA coated oligos 



M. Sfi I + SAM 



Wizard 



drug1 




A- 



B 



Sf/ 1, Ligase 



Note: Bgl I cut, hA.Sfi I 
methylated Vector could 
inhibit back reaction 

B' 



A' B 

drug1 



drug1 




Jm. Hae III + SAM 




PGR Interrupted Palindrome Cloning Pathway 2B 




ooo 

B I RecA coated oligos 



ooo 



drug1 




M. Sfi I + SAM 



drug1 




Wizard Bgi i cut 



B' 




' o 
n 

9. 

I 




O O O Q Q O ^ 



CTQ 



GO W 

3 ^ e 



^ o w w 

5^ l-t CO 

S ^ ^ i<i 



53c:t?^^£^3 See 



O 



& *^ sr 

o 



O O O O Q O 
Q P Q > O O 

> ^ 2 • 





o 
B 

s 

o 
B 

CZl 

B 

B 

o 



C/3 



o 



CD 



o 

I 



Outside Cutters (Type IIS) 




CD 

< o ^ 



CD 
•-t 

CD 
>^ 
O 

B 

CD 

I—* • 

CD 

I—* 

CD 

!zb 



-8 



p CTQ 



O 







o 


Q 




o 


Q 


O 




H 


> 


1-3 




O 




O 








i-3 










Q 


O 


Q 


O 


sz: 
!z; 


!z: 
> 

!Zi 


sz; 
sz: 


sz; 

> 

sz; 


!z; 


sz; 


sz; 


s^ 


> 


s^ 


sz; 
> 


sz; 



I I 

s:^ CD 



CD 

Co S 

CD 

(/J h-« 

cr 

# CD 



CD 
O 

H 

C/2 



CO 



g o 

^ CD 

a 

O 

C/) 



CD 



<1 

CD 
O 

< O 

§^ 

o 

CD 

Ok 

< 

CD 
O 

o 



^ 3 

CD 



O 
CD 



O Q 

> HI 

> i-a 

> 1-3 

> > 

1-3 > 
Q O 



o 

I 



o 

CD 



Hi 

I 



CD 



o 

<5 

CD 



Q O S 

1-3 > 

> 

Q O 
O Q 
Q O 



O Co 

CD 
O 







i 








g 












1 












^0 ba 




CO 




CD 


















CD 







o 

W 

IN 

1 

o 
o 
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AT 




Two Enzyme Cloning Pathway with PGR Entry 
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